Genome structure of introgressive lines Triticum aestivum/Aegilops sharonensis.
The lines Triticum aestivum/Aegilops sharonensis were explored in regard to the presence of introgressions in the line genomes, their amount and belonging to definite homoeologic group. The results of studying of chromosome associations in M1 of pollen mother celles in the hybrids between the lines with each other and with recurrent common wheat genotype Avrora were compared with the data of the line assessment for the chromosomal biochemical and morphological markers. 26 lines were distinguished between six groups with specific genome rearrangement regard to recurrent genotype.